IELH19 ZHO{5 TITHU . Real-time Reverse Transcription PCR, rRT-PCR, RT-qPCR,

qRT-PCR 7|8 7i8

HEO| 2 & I

KASAN

on your side

AZL} HO|ZAE RNA HFO[2{A0|1, PCR2 DNA ZTE7|£0|7| {20, RNAZFH
DNAE BtEE A Ab(reverse transcription) THAIE 718t reverse transcription PCR (RT-

PCR)O| AtE & L|LCE.

RT-PCR (reverse transcription-polymerase chain reaction)



mRNA AAA

l Reverse transcription
First strand cDNA
Specific primers

PCReycle 1 | Amplification

<2l 4 RT-PCR 2| CHA>

Real-time PCR, Quantitative PCR (qPCR)

ZIEHO| AMEE|E gPCR(quantitative PCR EE&= real time PCR)2 HA|ZF2Z DNA 7}

- =

cycle It BFSE9| detection 2 ¥ Fluorometer & ZTst 7|&0|2tn & £+ UM,
SNP typing, R&AF =% A F2| ZAAL Hio|2{ALE HRAAO| HE Y |FTXS copy

& oM S CHYs S8R0 MBELICH



probe

re rter S
1 Denaturation P - " qucn(l:helr

2 Probe hybridization M M H s -

- .
F
i 4 SR ?
3 Extension/ T - | T Q —

Probe hydrolyzation L L1 L L1

s o o=
4 Fluorescence emission

O8N BX, Z2to|Hof F=It5t0] e 7| MEQ 'Z2E'E 20|=0, Z2E= &

71 MEo =712 HE=E 2ZHe 88 S50t AL ASLILL Z2ETL =

mjo

ACH7E PCRO| TIHE|HA DNA E7|E StLHY E0[= DNA Taq Polymerase0f 2|5 ==
Bt 2oiel™ 2[ZHQt A7 X1, 1 H{REH ¥d =2Ho| WS Yook & d

ol M7IE &8st SME

jo

HAIe 2 FFsHs YRl Y& (quantitative) PCR, A A|

Zt(real-time) PCRYIL|C}.



Real-time PCR EHO|M= A 8= FHot7| 2o SEHX=ES ALE5HH o2t
=22 S5 o F7I0Ck =0 SHE0| W2t BMSHA ECh SF2 =7|0=

HEol Bt UXEX oLt LF cyce O XLTHM =HE FZZ0| 7|70

= o o

24X, AR 2= AMEL cycle =& HX| AlZ F7|(threshold cycle) 21 gL L}

Z%(template) X7|2F9| log Zt1} threshold cycle ALO|Ol= ZHMMOZ H|gste ZHAE

—

ZEX17] W20 =7|gs €1 UAs AHiks 0|85t0 =7[F9| log it 10| siEdts

FI

threshold cycle & O|83l0 ®#ZE HY Zids s + U4, O #x HE

A
oo

—

[

M
mjo

O[5t O|X| A|=z0f CHet =7|& 5 F&5tA Aiholid = ASLIC

FA2Lp19 HiO[HA ZHEHH

r

DZLH9 HO[Z 20| HAts 24 S|y XAM Target AME MFct 7 ME =2

— —

¥
Hio|2{A 0| E0|X o2 C|XIQIEl Antisense PrimerS AF2380] RT-PCRO| SZ0E=Z &

—

el 29 9FE FEELL



RNA Sample
1; |
-
4 cDNA Synthesis
B 2n
qPCR
Results

At238H= Antisense Primere= RARp(RNA-dependant RNA polymerase) Enzyme £&1} E

gene (Envelop tHE [{FXLH FFALCH



MN908947 Wuhan-Hu-1
NC_004718 SARS-CoV

=)

15,361 - 15,460 26,141 -26.253 28555 - 28,682
RdRp E N

Figure 1 relative positions of amplicon targets on SARS-CoV ad Wuhan-CoV genome. N:

nucleocapsid; ORF: open reading frame; RdRp: RNA-dependent RNA polymerase. Numbers below
amplicon are genome positions according to SARS-CoV, NC_004718.
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